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SEQ^D NO: ft' SEQIDNO:^ 
AATTCCCAaTAATC AATTGCCAaTAATC 
TTAAGGGT cATTAG TTAAGGGTcATTAG 

* MW<PA/A) * 

AATTC CCAaTAATG AATTCC CAaTAATC 

TTAAGGGTGAT TAG j TTAAGGGTcA TTAG 

T4 Polymerase 

SEQIDNO:20 . SEQ ID NO:2.f- 

AATTCCCAgTA CCAaTAATC AATTCCCAgT CAaTAATC 

TTAAGGGTcAT GGTtATTAG | TTAAGGGTcA GTtATTAG 

— ► SEQiDNoao T4Ligase seqidno-xi 

AATTCCCAgTACCAaTAATC , AATTCCGAgTCAaTAATC 
TTAAGGGTcATGGTtATTAG TTAAGGGTcAGTtATTAG 

DNA Sequencing 
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Figure 13 
T7_endol 

>gi|431187: 10257-10706 gene 3, endonuclease 

ATGGCAGGTTACGGCGCTAAAGGAATCCGAAAGGTTGGAGCGTTTCGCTCTGGCC 
TAGAGGACAAGGTTTCAAAGCAGTTGGAATCAAAAGGTATTAAATTCGAGTATGAA 
G AGTGG AAAGTG CCTTATGTAATTCCGG CG AG CAATCACACTTACACTCCAG ACTT 
CTT ACTTCCAAACG GTATATTCGTTGAGACAAAGGGTCT GTG GG AAAGCG ATG ATA 
GAAAGAAGCACTTATTAATrAGGGAGCAGCACCCCGAGCTAGACATCCGTATTGTC 
TTCTCMGCTCACGTACTAAGTTATACAMGGTTCTCCMCGTCTTATGGAGAGTTC 
TGCG AAAAGCATGGTATTAAGTTCG CTG ATAAACTG ATACCTGCTG AGTG GATAAA 
GGAACCCAAGAAGGAGGTCCCCTTTGATAGATTAAAAAGGAAAGGAGGAAAGAAA 
TAA (SEQ ID NO:l) 

>gi|15581|emb|CAA24402.1| unnamed protein product [Enterobacteria 
phage T7] 

MAGYGAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYTPDFL 
LPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTSYGEFCEK 
HGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID N0:/2.) 



Figure 14-2 

>gi|15517|emb|CAA24345.1| unnamed protein product 
[Enterobacteria phage T7] 

MAGYGAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO: 12) 



>gi|37956869|gb|AAP34135.1| gene 3 [Enterobacteria phage T7] 
MAGYSAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIRKQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO:22) 

>gi|37956815|gb|AAP34082.1| gene 3 [Enterobacteria phage T7] 
MAGYSAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIRKQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO: 22) 



>gi|37956764|gb|AAP34032.1| gene 3 [Enterobacteria phage T7] 
MVGYGVKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVSFDRLKRKGGKK (SEQ ID NO:23) 



Figure 14-3 

>gi|37956712|gb|AAP33981.1| gene 3 [Enterobacteria phage T7] 
MVGYGVKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVSFDRLKRKGGKK (SEQ ID NO: 23) 



>gi|30387466|ref|NP_848275.1| endonuclease [Yersinia pestis phage 
phiA1122] 

MAGTYAARGIRKVGTFRSGLEDKVSKQLEGKGIKFDYELWKIPYVVPASNHVY 
TPDFLLPNGIFIETKGLWESDDRKKHLLIREQFPELDIRLVFSSSRTKLYKGSPT 
SYGEWCEKHGILFADKLIPVEWLKEPKKEVPFDRLKQAKGGKK 
(SEQ ID NO:13) 

>gi|30314103|gb|AAP20511.1| endonuclease [Yersinia pestis phage 
phiA1122] 

MAGTYAARGIRKVGTFRSGLEDKVSKQLEGKGIKFDYELWKIPYVVPASNHVY 
TPDFLLPNGIFIETKGLWESDDRKKHLLIREQFPELDIRLVFSSSRTKLYKGSPT 
SYGEWCEKHGILFADKLIPVEWLKEPKKEVPFDRLKQAKGGKK 
(SEQIDNO:13) 



